K4

i1

Mycoplasma genitalium D% ) AT —Z LU TOZ & & HAR-> TRt AE L. NCBI

® Genome 6T — X ST 5,

(1) 77 DZa—FENRTWBEH 7 EOREIT% SN2
(2) 7 5 ETULF OIS T DORiH

R

BIn T gyrA ORik OEE T

475 A
WZh B4 Ea— RENnTWwWb DNA O Fk % KEIT

MG_002 - Dnad domain-containing protein

gyrB - DNA gyrase subunit B

gyrA - DNA gyrase subunit A

serS - Seryl-tRNA synthase

tmk - Thymidylate kinase
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MG-076 — Hypothetical protein

oppB - Oligopeptide ABC transporter permease
oppC - Oligopeptide ABC transporter, permease protein
oppD - Oligopeptide ABC transporter, ATP binding
oppF - Oligopeptide ABC transporter, ATP binding
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atpF — FOF1 ATP synthase subunit B

atpH — FOF1 ATP synthase subunit delta

atpA — FOF1 ATP synthase subunit alpha

atpG — FOF1 ATP synthase subunit gamma

atpD FOF1 ATP synthase subunit beta
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gyrA: GTATAA | ATGGCA
oppC: GTTAGG | TACCTA_
atpA: GAAGTT | ATGGCA
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