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>PLAS_ENTPR [P07465] “Plastocyanin”
AAIVKLGGDDGSLAFVPNNITVGAGESIEF INNAGFPHNIVEDEDAVPAGVDADAISAED
YLNSKGQTVVRKLTTPGTYGVYCDPHSGAGMKMTITVQ

>PLAS_ULVAR [P13133] “Plastocyanin”
AQIVKLGGDDGALAFVPSKISVAAGEATEFVNNAGFPHNIVFDEDAVPAGVDADAISYDD
YLNSKGETVVRKLSTPGVYGVYCEPHAGAGMKMTITVQ
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DVTVKLGADSGALVFEPSSVTIKAGETVTWVNNAGFPHNIVEDEDEVPSGANAEALSHED
YLNAPGESYSAKFDTAGTYGYFCEPHQGAGMKGTITVQ
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SEE% UniProt (swissprot) D 5 XEREEDEYIEL DB

HUMAN Homo sapiens (Human) E R

GORGO Gorilla gorilla gorilla (Lowland gorilla) =V 7
PONPY Pongo pygmaeus (Orangutan) X7 U—H&

HYLLA Hylobates lar (Common gibbon) T AP

HORSE Equus caballus (Horse) U<

PIG Sus scrofa (Pig) 7 #

BOVIN Bos taurus (Bovine) ¥

CANFA Canis familiaris (Dog) A X

URSAR Ursus arctos (Brown bear) (Grizzly bear) 7+
FELCA Felis silvestris catus (Cat) $=3

PANTI Panthera tigris (Tiger) N7

BALMU Balaenoptera musculus (Blue whale) 2737

KOGSI Kogia simus (Dwarf sperm whale) 2735

CEPEU Cephalorhynchus eutropia (Black dolphin) A /L7
ORCOR Orcinus orca (Killer whale) T ¥F

RABIT Oryctolagus cuniculus (Rabbit) AvACS

MOUSE Mus musculus (Mouse) X3

MACGI Macropus giganteus (Eastern gray kangaroo) XN /W /L—
SARHA Sarcophilus harrisii (Tasmanian devil) 77 v/~
PHACI Phascolarctos cinerues (Koala) X7 7

LACVV Lacerta vivipara (Common lizard) 7

PODMU Podarcis mularis (Wall lizard) A UbF~E (MIFDO—FE)
LACBL Lacerta bilineata (Western green lizard) (kA7 DO—FE)
IGUIG Iguana iguana (Common iguana) A 27 77+

TERCA Terrapene carolina (Eastern box turtle) /N3 A
CHEMY Chelonia mydas (Green sea-turtle) 74U I H A

APAFE Apalone ferox (Florida softshell turtle) AR
ALLMI Alligator mississippiensis (Mississippi alligator) =IvvybE—U=
ALLSI Alligator sinensis (Chinese alligator) I VAT T =
CRONI Crocodylus niloticus (Nile crocodile) FA LU=
CAICR Caiman crocodilus (Spectacled caiman) A~ T=
BOACO Boa constrictor (Boa) AT (~EODO—Ff)

PYTSE Python sebae (African rock python) /31 Y2 (~EO—FH)
OPHHA Ophiophagus hannah (King cobra) v 7 a7Z (~EDO—FH)

CHICK Gallus gallus (Chicken) =9 kU

CORBR Corvus brachyrhynchos (American crow) X7 XA

VIRLA Vireo latimeri (Puerto rican vireo) ERXE RF

AQUCH Aquila chrysaetos chrysaetos (Golden eagle) U¥

APTPA Aptenodytes patagonicus (King penguin) Fo 7 X2 F
EUDCH Eudyptes chrysocome (Rockhopper penguin) A U FERUF
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XENLA
RANNT
RANSI

SALSA
SCosC
CARAU
BRARE
CYpCA
ANGRO
LEPSP
PRIGL
PASSE

DROME
ANOQU
ARTSF

ORYSA
SOLTU
HORVU
MAIZE
PEA

PHYPA
LYCES
cucCsa
ARATH

YEAST

Xenopus laevis (African clawed frog) 77 UAYRAH=T)L
Rana nigromaculata (Japanese pond frog) V¥ W=/l
Ranodon sibiricus (Siberian salamander) W awvwi

Salmo salar (Atlantic salmon) W7

Scomber scombrus (Atlantic mackerel) H

Carassius auratus (Goldfish) FoF 3

Brachydanio rerio (Zebrafish) (Danio rerio) vro740vva
Cyprinus carpio (Common carp) =A

Anguilla rostrataSalmo (American eel) U}

Lepisosteus spatula (Alligator gar) (Atractosteus spatula)ﬁ_‘
Prionace glauca (Blue shark) WA

Pastinachus sephen (Cowtail stingray) T4

Drosophila melanogaster (Fruit fly) Y av¥a /=
Anopheles quadrimaculatus (Mosquito)
Artemia sanfranciscana (Brine shrimp) iy e s o

Oryza sativa (Rice) = A

Solanum tuberosum (Potato) Y ¥ HAE

Hordeum vulgare (Barley) A A AF

Zea mays (Maize) TRV

Pisum sativum (Garden pea) ¥X

Physcomitrella patens (Moss) 37

Lycopersicon esculentum (Tomato) k< K

Cucumis sativus (Cucumber) F=7V

Arabidopsis thaliana (Mouse-ear cress) v HAXF XS

Saccharomyces cerevisiae (Baker's yeast) UK
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